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Table 1 Overview of main mechanisms of mercury speciation transformation
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Table 2 Methylation of mercury by complete and incomplete oxidizers of SRB
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The progress in research on mechanism of microbial
mercury methylation and de-methylation

GU Chunhao'’® XU Huaifeng’ QIU Guangle"

(1. State Key Laboratory of Environmental Geochemistry Institute of Geochemistry Chinese Academy of Sciences
Guiyang 550002 China; 2 University of Chinese Academy of Sciences Beijing 100049 China;
3 Inner Mongolia Mineral Experiment Research Institute Hohhot 010031 China)

ABSTRACT

Methyl mercury has a strong bio-oxicity to livings and bioaccumulates in the food chain. The
environmental process of mercury methlation mainly related to microorganisms which could also degrade
methyl mercury to inorganic mercury through de-methylation. However current researches on mercury
microorganism interactions mainly focus on mercury methylation mechanism and its affecting factors and little
attends to the microbial methyl mercury reduction. This manuscript reviewed the progress and mechanism of
microbial methylation and de-methylation. In the future mechanisms of microbial enzymatic methyl mercury
methylation and oxidative methyl mercury de-methylation should be emphasized.

Keywords: methyl mercury microorganism/bacteria methylation and de-methylation mechanism.



