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Fig.1 Schematic diagram of *C labeled rice rhizosphere microorganism
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A Review on the "CPLFA Analysis Method and Its Application
in Soil Microbial Researches

CHEN Zhuoyu'> TU Chenglong' > HE Lingling' *
(1. State Key Laboratory of Environmental Geochemistry Institute of Geochemistry Chinese Academy of Sciences
Guiyang 550081 China; 2. University of Chinese Academy of Sciences Beijing 100049 China; 3. Key Laboratory of
Environmental Pollution Monitoring and Disease Control Ministry of Education Guizhou Medical University

Guiyang 550025 China; 4. Guizhou University Guiyang 550025 China)

Abstract: Phospholipid fatty acids ( PLFA)  which can provide information about the microbial community structure are a group of

commonly used biomarkers. The method of coupling *C with PLFA analysis can reveal the response of microbial communities to envi—

ronmental change as well as interactions between microbial communities and has been widely used in the soil ecosystem research. This

paper reviewed the research status of *C-PLFA introduced the principle of this technology and illustrated applications of the "> C-PLFA

technique in soil microbial ecology including microbial utilization of carbon in the plant—soil system microbial utilization of exogenous

carbon microbial degradation of pollutants as well as applications in the specific microbial such as methanotrophs. In addition this

paper summarized the advantages and disadvantages of *CPLFA technology and looked forward to its future application.

Key words: soil microorganism; PLFA; isotope labelling; methanotrophs



